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N THE UNITED STATES PATENT AND TRADEMARK OFFICE 



In re Application of: 
ANITA DIU-HERCEND et al 
Serial No.: 09/674,109 
Filed: October 24, 2000 
For: METHOD ... FROM S. CEREVISIAE 



X 



600 Third Avenge 

New York N.Y. J-00a6 ^ 
May 21, 2002 | ' 



RESPONSE I ^ 

? I " ' 

Asst. Commissioner for Patents ^ " ^ 

Washington, D.C. 20231 ^ ^ 

Sir: 

Responsive to the notice of missing parts with respect to the 
sequence listing, Applicants are submitting herewith a paper copy 
of the sequence listing and a computer diskette in computer 
readable form. The content of the paper and the disk are the same 
and where applicable, include no new matter as required by 37 CFR 
1.821(e), 1.821(f), 1.821(g), 1.825(b) or 1.825(d). Also enclosed 
is a copy of the notice. Therefore, it is believed that the filing 
of the application is complete and it is requested that the 
application be forwarded to the group for examination in due 
course . 

Respectfully submitted, 
Bierman, Muserlian and Lucas 

By: _^:^LQy^J^ 

Charles A. Muserlian #19,683 
Attorney for Applicants 
Tel.# (212) 661-8000 
Should any extensions of time or fees be necessary in order to 
maintain this application in pending condition, appropriate requests 
CAM:ds are hereby made and authorization is given to debit 

Enclosures account #02-2275 



Donald C. Lucas 3) ^IS" 
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The Biotechnology Systems Branch ol the Scientipc and Tc^^^^ 
Center 
form; 



(STIC) delecu-d cii ors when processing the follomng computer readable 



Application Serial Number: 



Source: 



Date Piucessed by STIC: 



TRF ATTACHED PRINTOUT EXPLAINS Dt l li^CTCD ERRORS, 

J^Ls^FORWA^^ TffK APPLICANT BY EITHER: 

q iJ^^^^^^ THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THF 

APPLICANT, WITH A NO TIC t i O COMPLY or, 
2) TElipHONm APPLICANT A ND FAXING A COPY OF THIS PRINTOUT, Wii A 

FOr'^cSsUBmSiO^^^ please CONTACT mark SPENCER, 703-308^212. 



FOR i>t(jULNCE RULES INTERPRETATION, PLEASE CONTACT ROBERT W.\X, 703 30S 
paTENTIN 1.1 c-mail hdp: natitt:> Ihdpiglii.^nto.yQv Of phonc 7()3-306-41Ii^ (K- Wax) 
PATENTIN 3.0 c-mail Help: paHn3he[rjfS).uMHu.t:o^ oi phone 703-306.4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE TBffi C ITECKE R 
VERSION 3.0 PROGRAM . ACCESSIBLE THROUGH THE U.S. PATF.NT AND 
TRADEMARK OhFlCh WEBSITE. SEE BELOW: 



Checker Version 3.0 

The Checker Vernon 3.0 application is a sUtc-of ihe-art Windows baceH scRware proprim 
employing a logical and inmitive user-interfecc \x> check wlictlici a sequence listing is in 
compliance vath format and conrt^nt nile.^ Checker Version 3 0 works for sequence listings 
generated for ihcuiiglual vu^lon of 37 CrR §§1.821 - 1825 effective October I, 1990 (old 
nilfis) and the revised version (new rules) eftcaivc Julv 1, IVVS as well as World Intellectual 
Property OrganicaUon (WlPO) Standard ST.25. 

Checker Version i.O replaces the previous DOS-based version oraicv.kci, and is Y2K- 
compliant. Checker allows public users to clierk sequence hsliogs in Computer Readable fomi 
(CRT) before subiuittmi^ ihcm lo the Uiiilcd States Patent and Trademark Office (USPTO) 
Lfse nf Ciiecker prior to filing the sequence listing is expected to result in fewer errorcd sequence 
liiiUiigs, thus savtng time and money. 

Checker Ver.'^ion 3.0 can ht> down loaded from the USP TO website at the followla? address^ 

http:/Avww.uspto.govMeb/officeii/[jac/checkcr 
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^ SEOUENCE LISTIHG ^^H' ^^^^.'^^S'' 

^^OFMAe:^^^^^'^^^'^ APPLICATION: US/0Q/fi74 , 109 TIME: 15:37:2^ 

Input Set : A: XSeqListing. AFir-, txt 
Oatipnt .Set: c = \CPr3\05292001\I 674109 . raw 

^ .^11 APPMC^VNT- hOt^CHST MARIOW ROUSSEL 

i <]IT> TI?S S INVENTION: METHOD TOR SCREENING ANTlMILOnC SUBSXAl.CES USING 

C ESSENTIAL GENES FROM 2 . CERP.VT.^T AP. Mnt CompW 

8 <130> FILE REFERENCE: aG3C3FC RUU 7 r^ l^ttQ Needed 

10 <140> CURRENT APPLICATION NUMBER: US/09/674 , 109 Corrected UlSKeuo 

11 <111> COTPF.>aT FILING DATE: 2000-11-22 

Ij <1S0> TRIOR APrLlCATION NUMBER,: 96402254.1 

14 <i5i> FKIGR FILING DATE; 1293-OS-ll 

16 <150> PRIOR APPLICATION NUMBER: 98401UU7,4 

1- <151> PRIOR FILISC DATF.T 1 Q3.R^-nA-7^^^^^^_^_^^ S'c ^ ■ ^ 

19 <lfiO> NUMBER OF 3EG ID NO^ 100^^ ^ / 

21 <170> SOFTWAPvE: Pacentm v^r^^.l 



1337 ^210> SEO ID UCl^_^0^ / <? y ^ 

1336 <211> LENGTH: ^ /.S^^-rj^ 

1340 <213> ORGANISM: Artiliciai Sequence 

13 42 <220> FEATURE: 

13^3 <223> OTHER INFORMATION: Dcrjcription of Artificial Sequence : priirvcr 

1344 YML049C-S1 

i?4f^ <4nn> .sKonr.MCE: 106 .—^ 

-> 1347 aattcc-bgct cattcang^a aagtctcagg oa^ttttaao o^gatg-ssigc ttcgtsicgc <^^' 

1474 <2i0> SEQ ID NCUvll'^ C*.^^ -fi~ fjn ^ J J / /' fZ-^r 

1475 <211> LENGTH:(|i) ^ ^ '^^7^ ^5 ^: J> i or^/f^r 

1476 <212> TYPE: DNA — ^ 5^ //S-^^^ 

1477 <213> 0RGANI3M: TLLTificinl Sequence . , 
14Yy <22i}> r'HATUKE; . ^ ^ 

1430 <223> OTHER INFORMATION: Description of Artificial Sequence: primer 

1481 YMR211W-S2 

1463 -^400;* SEQUENCE; 117 

1434 atttcaatca tcttactccg tgaatcaggt tcggastgat gcataggcca ctagtcgarc bO^ 

-> 1495 

22C3 <210> GEO ID NO; ISO 

22bt <2iL> LENL-rri: b2 

2267 <212> TYPE: DNA 

2 2 65 <213> OP.GAMISM: Artificial Seq^aence 

2270 V220;' FEATURE; 

2271 <223> OTHER IKFOF.WATION ; Description oi Artiriclal Sequence: priine_ 
0010 VPR137W-S2 

^274 <4C0> SEQUENCE; IBO 

2275 aaaagcctgr trggtcaciLy c*c-agcLyciciL cLdLauCaLC gcat^ggcca ctagtggotc 60 

^i2^^6-ttr 

^> 2279 imor 

->^2^D 0 ym^290^ ^^., ^ ^ J 
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SKQITV-KCE LISTING 
PATENT APPLICATIOW: US/OQ/674 ,1 OQ TIME: 15:37.29 

Input Set : A: \SeqListing,APP. txc 
Output ?^t! Ct\r.RTP.^\05292001\I674109-raw 



-V 22B2 <210> SEQ ID NO: 
->''^2 <211> T.KNGTH: 
-> 22^»v<212> TYrS: 

-.tt„c,tt tt.ccac, _cK«,«a,c ttc,r.=,c 

2265 <210> 3EQ r&-^: 
2287 <y^'?.> TYPE: DMA 

2200 <212> ORGANISM: Arti^i^al Soqi-^pnr^ 

2291 <223> OTHER INFORM^^TION : Ue^^^^lon of Rrtil-Lcx^i Strquenc^: prirucr 

2292 YMT.niqr--5il 

2294 <400> 106 ^ -x^^^ 

-> 2295 aattcctgct cartcaagga ^^ccrcagg ^i^cTiXs^c c^igctgaegc ^tc^t^^gc 59 

2422 <210> SEO ID NO: 117/ 

2423 <211> LEMGTH: 59 
2'4 24 <ZIZ> TYPE: DN^ 

:2425 <213> ORGANI^ Artiricial bequence 

2i27 ^220> l^F.ATHRP.: 

2420'<223> 0;?ffeu INFORMATION: Description of Arti^nr.nal .^eqt]er^s:^ prrmer 
242^ /^WR21lw-52 \ 

2431 <40>8< SEQUENCE: 117 ^ ^ ^1. 

->432- a^rc^iitc^ tr-tt^^rrrrg rrj^^^tcAggt tc<;g3atgat qcatagacca ctaatqqatc tO 



-> 2433' tg 



A 



3. 
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04/28/0;; 07:05 I Ai 703 aU5 aiiao Li.*;i''10'^rCi Ui'Li* i^^uoo'ouo 

<.xo>l.o-> -S"^*-. /^^- /-^V Z^.'^.- ^^•^ 

<211> 62 
<212> DNA 

<213> Artxiicial Sequence 
<220> 

<223> D55CJ:lHLi^a of Artificial Sequence: pcimer 
YER137W-S2 

j alaaSiSl^ggrcaatg .c.s-^c,^^^ .t.t^ccatt gcat.ggcca ctactgg^tc ^0 

taagtfec qtctrttqgt atttggcgCC rrnccaccgg cagcLy^.^c Lt.g^^ogo 

. *' <210> 106 
•..<211> 62 
<r21?> HMA 

<213> Artifiaial Sequence 
<22b> 

<223> De?cr-ipf-nn of Artificial SecTuence: primer 
VML045C SI 

alttcctgct c^ttca^gga Hagtctr.gg ^^P-ttttcac cagctgaacc trcqtaccc 

<210> 107 
<211> 62 
<2\^> 'DHA 

<^i:^> ArrzLficial Sequeric*; 

<223> Dcrcjiiption of Artificial -Scquer.ce: prirner 
Y1^2yUc-S^: 



<400> 10" 



04/2t>/0:; 07:05 lAX 703 J05 '•S'^:SfJ tiL^i'iU - i'Cl Ul'LJ* ^^okju kjou 

^ ~ ■ — — : — vy'^ 
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VERIFICATION SUMMAKI DATE: 05/20/2001 

PATENT APPLICATION: US/09/674,109 TiMt:: 15: -.7: 30 

input SeL : A:\SeqLi»U.ug.APP. tjst 
Output Set: C:\CRF3\0529i;ooa\i674i09.raw 

10 M-270 C-. Calient Application N.^cr differs, R«?l^ced Applir.t-inn Member 

r M-271 C: Current rllir.g uate dirfers, ReplaecU Current Fxling Date 

na7"M:2?? v.: VJo. of SeQ. differs, <2 11>LENGTH : Input : ^rr^i?7 

14D5 M-252 E: No. of Seq- drLffors. ^211>LENC.'7H : Tnpnt: 59 FounCl:62 SEG:117 

■'15' «-3M W- (2) Inv.Ja Acid ir. Cod.ng Region, MUMBER OF INVALID KEYS : 1 

22B0 M:336 W: Invalid Amino Acid NumDer in coding F^eglon, SEQ iD^iec 

•'•'90 M-25a E- Nn nf R^^r.=i nnnflict, LENGTH: Input : 1 Counted:68 SiQrlfaD 

UbO h'.320 E- (1) Wrong Nucleic Acid Dc-signator. NUMBER OF INVST.rn KV.YS : 4 

2280 M:112 C: (4a) string daia converted to lu-si case, 

?9Fin M-252 E: No. of Seq. differs, <211>LENGTH : Input : i'DUnd: 66 : 16 0 

2282 M:292 W: Nu.-ueric ?i«id Iden-ifior Mis=;-ing, <210> IS reQUired. 

2282 M:2B2 H: Nu:u.iLi^ Field Idcn-ifier Hia^ing, <211> is requi.rea. 

2262 M:262 W: Nuir.eric Field Identifier Hissing, <-212> is L«qui.ic^. 

-?7g-' W- NniTK^rir Field Identifier Missina, <213> is requir-ecn- ^.^j. 

2282 M-212 (34) Invalid or duplicate c,g,ence ID Kn^h«r, sr.QnFNCF. ID MOS:ieO dlffers:105 

22y-b K-2t2 t: NO. OT Sec. differs, <211>LENGTK ; Input : 62 Found:S9 £SQ:106 

7^-..l m;2S2 E: No. of Sea. differs, <211>LENGTH : Input: 59 round: 62 

19 M-203 E- No of Seq. differs. ^160^ Nuirhpr Of Sequences : Input [1901 '.ountfed (22») 
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